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Fig 1. Antibiotic-resistance profile of H. pylori according to geographic area of Korea
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Fig 2. Mutations arising in domain V of H. pylori
23S rRNA

Samkwan
SML yoticar Lob Smart Medical Life



SML ZFIcHA ZatEro| Q 3 @ M2 XI2HE 23O 2 MEHSHG]| LTI HA

A
T (=]
Helicobacter pylori Clarithromycin Li4 S¢#0| ZHA

t
t

Hazot BE LA 9.0 Stolo 2 Tt |2 X|2X| Mefo] JHsELCt,

o=

NZHRl i X2 E 2IshAE= X2 Hol| Z2t2|AZ20t0]4l(Clarithromycin)ofl CHet LA 0{2E 2HolsH= 40| RAEC

SQTILICE H. pylonOiI CHot LIS AALE flot B2 Z710] 7ICHE DD HHREZ|7H0] ZHOIM £[277EX 2

HHHO 2= HEOHE! SHHO0| GAELICE Real-time PCR ZAHE O|&%t H. pyloriClarithromycin L& SHHO| HAH=

82-90% DIZTLl 95% 0|49 E0|=E LIEH = 2ot HT 2 HIAFZALELE AIZH0| HA| A X|= AIZ7IHK| <

U £ Qlo] KEILICE S0 X2 AIZHEE] Clarithromycin LA S20] w2} x| 2SS L2 Hed 4
X

%
A0 2HEQI HlZX| =0 =20| ELICk

2020 EHgFéE%I’é*EF-E'EI HfEfel=|ofl M W Rl Ztol=2telof| = ! Soto| #EIHQYS 11
ol
AN

H 7Y
AHESIIIX} & o] 2H4EESEE 0|2t Clarithromycin L4 %._tﬂ | A4ALE #astn

W
_0'1
t0+

Helicobacter pylori M2 ¥12|&

A3 K2 Clarithromycin Li4 SitH0| Z4Ab

0x

SRR e HARA 4R 2 o e
1st line PAC 14 SHX=E 10 10-14%
(PPI-amoxicillin (PPl-amoxicillin (PPI-bismuth- PAC 7¢ PAM 7¢
-clarithromycin) -clarithromycin- tetracycline- (PPI-amoxicillin- (PPI-amoxicillin-
metronidazole) metronidazole) clarithromycin) metronidazole)

A Ay Ay L]

. HIARA 4K QH
2nd line hi B o .
(PPI-bismuth-tetracycline-metronidazole)

Ay

HEEZA 3H| QY (PPI-OFSA|d2I-2|2EFAH) 3L 7|Ef:

2nd/3rd line fluoroquinolone triple/quadruple, rifabutin containing therapy, high dose dual, concomitant therapy
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Py = ol s & | PCR Tissue Real-time PCR | Not detected F591CH
(SML code : 42383) 2 D591301C

i + Z222|AZ040| A LHA ZA| 2o
H. pylori PCR + SEt2|2 201014 LHE At Tissue = - Real-time PCR | Not detected D591203C
(SML code : 42385) 2 D591301C

* H. pylori PCR + 22t2| A Z0t0| A LA ZAH42385)= H. pylori 2 S-F2f Clarithromycin LA M £¢1#0[21 A2143G2F A2142GE SA|0| HEE 4 ASLICH

ey

1. Yeon-Ji Kim, et al. Korean J Helicobacter Up Gastrointest Res 2019;19:225-230
2. Hye-Kyung Jung, et al. Korean J Helicobacter Up Gastrointest Res 2020;20:261-287

3. Young Hwan Kwon. Korean J Med 2021;96:13-21
4.Sun Young Shin, et al. Korean J Gastroenterol 2013;61-252-258

SML_DT_CLA_2305.v11 LA [ 2023 5 UMK | 22N

MNEEA| X HIRR| 2412 57 Atataig

SML Samkwang
Medical Lab CHEMS 1661-5117 | www.smlab.co.kr




