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EDTA Blood 3mL -2 45¢ NGS LI598-17F(1) CBO0100C(Level I), CBO0200C(Level II)
¢ Level | 36E5)
No. | SML code AP No. | SML code A
1 o707 | SEN 2T SERITHLHA 9 g7y | SR ZNMIISHEES QR HEA
NGS-Dystonia panel NGS-Hypothyroidism panel
2 29708 %ﬁg Er—lnx_-lg %EX} nH‘éﬁAl' 20 29728 -.9.-7‘._1@ Z‘.%“%"QOH OK,_‘II|- EH'é?:‘!Al-
NGS-Epilepsy panel NGS-Coagulation panel
3 59709 FEY RSHUZT KU HE2HA 21 29729 QM UM HAATE QHEX} DDA
NGS-Ataxia panel NGS-Primary immune deficiency panel
SXM A= o XX} o A} S XM otAlst QFA} I A}
TTM-o O oS 1T =20 T o 2T T ==}
4 29710 NGS-Cardiomyopathy panel 22 29731 NGS-Hereditary retinopathy panel
5 29712 KUY 25T ST T2HA 23 29732 QM MMMRIZSER MMAISIE QEXL TG ZAL
NGS-Microcephaly panel NGS-Hypogonadotropic hypogonadism panel
SFMAM X Z SHX} oD HA} ot x510|HE LF K} T ZIA}
TTr—o S Tr— =20 = o T — =20
6 29713 NGS-Autism panel 24 29733 NGS-Alzheimer’s disease panel
7 29714 KUY 2 ST w2 HA 25 29734 IAR} MOIMZES ety QMR I AA
NGS-Arrhythmia panel NGS-Maturity-onset diabetes of the young, MODY panel
g Sopis | FEAAEAN BIMEIS U ofRIM AL 6 o735 | QUXION QEX TEZA
NGS-Dermatology panel NGS-Dementia panel
QMM ZHO|HMS QEX I D ZAA a7 lae XX} oD AL
T =27 S OOo Tr— =210 - O Tr— =210
9 29716 NGS-Skeletal dysplasia panel 27 29736 NGS-Parkinson’s disease panel
10 29717 FEY MUYS FEX L EHA 28 29737 HIES 88M Q= Z53 QEA} I EZAL
NGS-Proportionate short stature panel NGS-Atypical hemolytic uremic syndrome panel
SMA ZHBIEXIRISt QEX} T DHA o E =53 QEA LA}
T o 2d 2 e =20 = ST L TT =20
n 29718 NGS-Connective tissue disorder panel 29 29738 NGS-Alport syndrome panel
SN OAE|SQEAISt QEA} DAL 2ot 3| QEAL DDA
TS “HRFSTI|E=Z e =210 oE &4l 1T =2
12 29719 NGS-Muscular dystrophy panel 30 29739 NGS-Nephronophthisis panel
SFAN QU= QFMX} DA} CHebA] AAFRLSE S MK T A}
TT O oo 1T ==} OO0 ——o2% = =20
13 29720 NGS-Myopathy panel 31 29740 NGS-Polycystic kidney disease panel
S XM ZFXIM SHHIAID| SFXL T Z A S X M O|AX|ZEIE= QXX} DDA}
TM—-—o o1 o — =20 TTr— o o =220 Tr— =20
14 29722 NGS-Hereditary spastic paraplegia panel 32 29741 NGS-Hereditary dyslipidemia panel
oM ME50|AF SFA} T ZIA} OXMM L|EZ SFX} I HAL
TTM—-—O o™ o TT— =210 T o = T = =20
15 29723 NGS-Disorders of sexual development panel 33 29742 NGS-Hereditary stroke panel
6 9704 EIOIAT X Ts QER muHn 34 g3 | FEN AN HOD2SOINE QEA HUAA
NGS-Lysosomal storage disease panel NGS-Hereditary primary ciliary dyskinesia panel
So7ps | AV THAJOIY SEXF TiAZAL 35 ogyas | SHM NFEBATS Q) iEZA
NGS-Inborn error of metabolism panel NGS-Neurodegenerative disease panel
LSS R QNA LA 36 | og7as | REA e SR IjEHA
NGS-Hereditary cancer panel
59730 QEY YaMANY QTR LA
NGS-Retinitis pigmentosa panel
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18 29726 NGS-Rasopathies panel
¢ Level I1(38tS)
SHY Y QXL IE A
1 297M NGS-Hearing loss panel 3
2 AF23 02| EAH QXL a2 A
NGS-Charcot-Marie-Tooth disease panel
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